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47. (New) \e*od of data 43, wherein said promoter sequenee comprises a phage T3 

promoter. 

48. (New) The memo\cl^ 43, wherein said p«,™.er se<,ue,»e compK- a phage SP6 

promoter. 

4,.(New)T%eme*odofclair\whereinsaidpromo.erse,uenoecomprise»aphageT7 

promoter. 

50. (New)T.emem«iofoiata43.whe,^saidrandomo,igomersareofa„nif„rm.enga.. 

5 1 . (New) m me*od of data 43, whe^in V^Oom oligomers comprise hexamers. 

52. (New)mmeU>odofdata43, wherein saidrl^moligomersarebe^eenaandU 

nucleotides in length. 

53. (New) The me*od of data 43. wherein said s^d s^d cDNA is syn*esized using .he 
Klenow fragment of DNA polymerase I. 

54. (New)Tl.eme.hodofdata43,whe,einsaidseconds™dc^Aiss,nd.esi.ednsh^T4DNA 

polymerase. 

55 (New)TT.emettK,dofdata43,«hereinsaidseco„ds„andeDNAis\n*esizednsing..c<,« 

DNA polymerase I alone or m conjnncHon wid, a DNA Ugase. 
56. (New)Themed,od of daim43, wherein said firs, pordon of saidprtaercomj-^apoly 
deoxythymidylate (poly dT) sequence. 



428364-1 



U.S. Application No.: 09/738,892 
Page 3 



57. (New) A method for analyzing a 
producing a population a 
employs a primer having a fir^portic 
phage promoter sequence, wberemthe 
synthesizing second si 
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ation of KNA comprising the steps of: 
•NA from^population of • - - 
comprisjfag oligo dT, and a second portion comprising a 
is 3' to said second portion; 

ntary to said population of first strand 



cDNA by extending random oligAineiSM^TSrm apbpulat^ of double stranded cDNA; 
creating a population of o^A fiW^siid double stranded cDNA; 
hybridizing the population of cRNA to an array; and 
analyzing a resulting hybridization p^em. 

58. (New) The method of claim 43, wherein said pQpulation of cRNA is synthesized using an RNA 
polymerase. 




ailation of cRNA is synthesized using an 



59. (New) The method of claim 57, 
RNA polymerase. 



60. (New) The method of^laim 44, wherein said RNA is isolated from an eukaryotic cell or tissue. 

61. (New) The method of claimsfiO, wherein said eukaryotic cell or tissue is mammalian. 

62. (New) The method of claim 61, wherein said mammalian cell or tissue is himian. 

63. (New) The method of claim 44, wherein sdd RNA is isolated from a source selected from the 
group consisting of dissected tissue, microdissected tissue, a tissue subregion, a tissue biopsy sample, 
a cell sorted population, a cell culture, and a single cdl. 



64. (New) The method of claim 44, wherein said RNA is is)dated from a cell or tissue source selected 
from the group consisting of brain, liver, heart, kidney, lung, ^een, retina, bone, lymph node, 
endocrine gland, reproductive organ, blood, nerve, vascular tissue^and olfactory epithelium. 
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65. (New)sThe method of claim 44, wherein said RNA is isolated from a cell or tissue soxirce selected 
from the gro^p consisting of emBr>^nic^^ ~ - - - - . . 

66. (New) The meHiod of claim 43, further comprising: 

labeliM said population of cRNA. 

67. (New) The method of\laim 66, wherein said labeling is selected from the group 
consisting of biotinylation, fluorescent labeling, and radiolabeling. 

68. (New) The method of claim 43, fiirther comprising: 

contacting said population of cRNA with a solid support comprising nucleic acid 
probes. \ 

69. (New) The method of claim 43, fixrther comprising: 

detecting the presence or absence of hybridization of said population of cRNA to said 
nucleic acid probes on said solid support 

70. (New) The method of claim 69, wherein said solid support comprising nucleic acid probes is 
selected from the group consisting of a nucleic acid probe array, a membrane blot, a microwell, a 
bead, and a sample tube. \ 

71 . (New) The method of claim 43, wherein said first strand cDNA is synthesized using a 
polymerase that has reverse transcriptase activity. 

72. (New) The method of claim 71, wherein said reverse transcriptase's selected from the group 
consisting of avian myeloblastosis virus (AMV) reverse transcriptase, Moloney murine leukemia 
virus (MMuLV) reverse transcriptase, and Rous Sacroma Virus (RSV) reverse transcriptase. 
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